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Fig. 5a 

rba £4 K X L L p- t A A 

GCATCC AAATTCriTVTTTC AAGGAG ACAgl^ 

. 10 20 30 40 50 60 

SphI 

PelB leader 

AGLLLLAAOPAMA Q V Q L Q E S 
GCTCGA'riC7lH'ATTACTCGCTCCCC3^A^ 

70 80 90 100 110 120 

PstI 

GPGLVAPSQSLSITCT VSGF 
GGACCrGGCCIXXnXXKX3CCCTCACAGAGCCTX7IX:C^^ 

130 140 150 160 . 170 180 



SLTGYGVNWVRQ P PGKGLEW 
TCA'ITAACCXSGCniWIGGrrcTAAACTGC^^ 

190 200 210 220 230 240 

VHD1.3 

LG. MIWGDG NTDYNSALKSRL 
CTGGGAATGATITXjGGGTGATGGAAACACAGAC^ 

250 260 270 280 290 300 



S IS KDNS KSQVFL KMNSL HT 
AGCATCAGCAAGGACAACTCCAAGAG<X3UikG 

310 320 330 340 350 360 



DDTARYYCARERDY RLDYWG 
GATGACACAGCXyiiGGTACTACTOIGCXZAGA^ 

370 380 390 400 410 420 

Linker Peptide 

Q GTT VTVSS GGGGSGGGQS G 

CAAGGCACCACSSKaCD^TCTCCTC t caggcggaggtggc t ctggc 

430 440 450 460 470 480 
BstEII 

G G G S D r EL TQS PASLSASVG 

ggt ggcxrga t cgGACATcoaGCixiyvcixzAGT^^ 

490 500 510 520 530 540 

Sad 



Fig.Sb 



ETVTITCRASGNIHNYLAWY 
GAAACTTJIXZACCATCACATSTCGAGCA^ 

550 560 570 580 590 600 



QQKQGKSPQLLVYYTT T L A D 
CSikGCAGAAACAGGGAAAATCTCCIXZAGCI^^ 

610 620 630 640 650 660 

VKDi.3 

GVPSRFSGS G SGTQYSLKIN 
GGTTGTIXXrCATCAAGGrTTCAGTCGCAGTXSGA'^^ 

670 680 690 700 710 720 



SLQPEDFGSYYCQHFWSTPR 
AGCCT3CAACCT3AAGATTT7I\3GaAGTrATTACn^ 

730 740 750 760 770 780 

Myc Tag (TAQi) 

TF.GGGTKLE I KR F O K T. T S F E 

AC«JITCGGTGGAGGGACCAAGCISS^GATCAAA(XMGA 

790 800 810 820 830 840 

Xhol 

n T. W ♦ * (SEQ ID NO. 183) 



GATCIXSAATTTATTATGJVKZAAACGGnnAATAAGGAT^ (SEQ ID NO. 184) 

850 860 870 880 

ECORI 



O.D. 
405nm 




•3 



Volume of phage supernat-ant (mis) 



Fig.7. 
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-1+1 +2 
HSAQVQLQELEIKRAAAE TV (seq lo no. iss) 
- - CACAGTGC Aca ggtccaacfgcaggag c fcgaga tcaaacggg cggccGCAG AAACTGTT-s-eq no. i sg) 

ApaLI PsM Sad Xhol Not- 1 



Fig.9. 
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Fig. 10a 

MKYLLPTAA 

GCATCCAAATIXTTATTTCAAQG?^ 

10 20 30 40 50 60 



AGLLLLAAQPAMAQVQLQES 
70 80 90 100 liO 120 



GPGLVAPSQSLSITCTVSGF 
QGA0CTOG0ClQGTOGa3CCX:fICAC?Oi£^^ 

130 140 150 160 170 180 



SLTGYGVNWVRQPPGKGLEW 
TCATIAACaSGCIAaQGTCTAAACTO^^ 

190 200 210 220 230 240 



LGM IWGDGNTDYNSA LKSRL 
CIG33AA3X3ATITOG3CnGATOGA^ 

250 260 270 280 290 300 



SISKDNSKSQVFLKMNSLHT 
A3CAICi=!GCAA3GACAACTQCAAGA<^^ 

310 320 330 340 350 360 



DDTA RYYCARERDYRLDYWG 
GATCACAa^GGC7%03I5\CTACrr^^ 

370 380 390 400 410 420 



QGTTVTVSSASTKG PSVFPL 
a=^?V33CACCA03GTrc3^a33TC^^ 

430 440 450 460 470 480 



APSS KSTSGGTAALGCLVKD 

GCACCXTCCT0CAA3^GCACX7IO03G33CAC^^ 

490 500 510 520 530 540 



Fig.lOb 



YFPEPVTVSWNSGA L T S GVH 

.ij^jOTaxcGAAca33ii3^a3Gri^^ 

550 560 57 0 580 590 600 



TF P AVLQSSGLYS LSSVVTV 
610 620 630 640 650 660 



PSSSLGTQTYICNVNHKPSN 
670 680 690 700 710 720 



TKVDKKVEPKSS** (SEQ ID NO. 187) 

730 740 750 760 770 780 



MKYLLPTAAAGI^, 

AATIXri?^JITICAAGG?^3ACAGr^^ 

790 800 810 820 830 840 



L LLAAQPAMADI ELTQSPAS 
850 860 87 0 880 890 900 



LSASVGETVTITCRA S G N I H 
910 920 930 940 950 960 



NYLAWYQQKQGKS P Q L L V Y Y 
970 980 990 1000 1010 1020 



Fig. 10c 



TTTLADGVPSRFSGSGS GTQ 
ATACAACAAOCTI5^GC?^TO3IGriGCX3^^ 

1030 1040 1050 1060 1070 1080 



YSLKINSLQPEDFGSY Y C Q H 
?^'iUlC'ICAftGATCAA(?^G0CroC7^GCC^ 

1090 1100 1110 1120 1130 1140 



FWSTPRTFGGGT KLEI KRTV 

jgriTiGa^^GmcTOcia^ 

1150 1160 1170 1180 1190 1200 



AAP SVF I F P PSDEQ L K S G T A 

T3GcrrGGAOCfi iuiuiLiiu ^iciTCx:n3Cx:^^ 

1210 1220 1230 1240 1250 1260 



SVVCLLNNFYPREAKVQWKV 
(XTCIGTIGIGTCOCEGCTSA^^ 

127.0 1280 1290 1300 1310 1320^ 



D N A L QS GNSQESVTEQDSK D 

TOGATAA03aOCTOC3^A3033GrBiAC^^ 

1330 1340 1350 1360 1370 1380 



S TYSLSSTLTLS KADYEKHK 
1390 1400 1410 1420 1430 1440 



VYACEVTHQG LS S PVTKS FN 
AAGriUn03COGa3A?^GIX3^0ZA3X^ 

1450 1460 1470 1480 1490 1500 



R G E S * * (SEQID NO. 188) 

ACG3COGAGfiGTX3^TSCri3^?^3AAI^ (SEQ ID NO. 189) 
1510 1520 
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5 END ^ . w . 

RTPEMPVL (SEQIDN0 192) 

TCT CAC AGTGCACAA ACT GIT GAA CGG ACA CCA GAA ATG CCT GTT CTG (SEQ id no:193) 
ApaLI 



3' END 

K A A L G L K (seqidno:194 
AAA GCC GCT CTG GGG CTG AAA GCGGCCGCA GAA ACT GTT GAA AGT etc. (Seq id no:195 

Not I 
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Q Y 0 L 0 E(SEQIDN0.196) tC L E I »^ R (SEQ ID NO. 197) 

TTT AAT GAdSM^ CAG GTG C3AG- A^Om GAG ATC AAA CGO^^^ TTC 

BemKl Pvull (SEQ ID NO. 198) Hindlll BamH I (SEQ ID NO. 199) 
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A (I83d).5- GAG GGT GGT GGC TCT (SEQ ID NO. 200) 

. - - -C - - (SEQ ID NO. 201) 

-Q - - (SEQ ID NO. 202) 

- - -C - ACT 31 16391 (SEQ ID NO. 203) 

B (2284) 5-- GGC GGC GGC TCT . (SEQ ID NO. 204) 

- GGT GGT GGT " (SEQ ID NO. 205) 

- GGC GGC " (SEQ ID NO. 206) 
GAG ' ■ GGC ■ (SEQ ID NO. 207) 

- GGT ■ (SEQ ID NO. 208) 

- - GGC - (SEQ ID NO. 209) 
. . - (SEQ ID NO. 210) 

. - - S -yC2379,. (SEQIDN0.211) 

Reverse comolement of mulagenic j 

oligo GSBamhnk 5- qaG GGT GGCGGA TCC (SEQ id NO. 212) 

T 

GAG GGT GGCGG 3* (SEQ id no. 213) 
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HEAVY CHAIN 
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Fig.26(b). 



: PelB leader 1 -pHENi potylinker 

LLAAQPAMAQVQLQVDLEI K R 
--TTACTCGCGGCCCAGccggccac ggcccaggcgcagccgcaggccgacctcgagatcaaacgg 



Sfil Ncol Psci Sail Xhol 
1 c-myc lag j j — (d-gene IK 

AAAEQKL I S EEDLNGAA{S)TVE (SEQIDN0.25 
gcggccGCAGAACAAAAACTC ATCTC AG AAGAGGATCTGAATGGCGCCGCATAGACTCTTCAA - - 
— — AnUber' 
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Fig.27. 
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